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The GRAS transcription factor PtrPAT1 of Poncirus trifoliata functions in cold tolerance and modulates glycine betaine
content by regulating the BADH-like gene

JRSCEERE: https:/doi.org/10.1093/hr/uhae296
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Malus sieversii: a historical, genetic, and conservational perspective of the primary progenitor species of domesticated
apples

JRSCEESE: https://doi.org/10.1093/hr/uhae244
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Violet LED light-activated MdHY5 positively regulates phenolic accumulation to inhibit fresh-cut apple fruit browning
JFESCEERE: https://doi.org/10.1093/hr/uhae276
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Recent trends in the elucidation of complex triterpene biosynthetic pathways in horticultural trees
JRSCEERE: https://doi.org/10.1093/hr/uhae254
bl ZAEY) b 52 A 1 =ik A=) & B A B RIE A 3

Revisiting the role of light signaling in plant responses to salt stress

JRSCEERE: https://doi.org/10.1093/hr/uhae262
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Decoding the genetic basis of secretory tissues in plants
JFESCEEEE: https://doi.org/10.1093/hr/uhae263
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Circadian rhythms of microbial communities and their role in regulating nitrogen and phosphorus cycling in the
rhizosphere of tea plants

JRSCEERE: https:/doi.org/10.1093/hr/uhae267
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Expansion and functional divergence of terpene synthase genes in angiosperms: a driving force of terpene diversity
JESCEE#E: https:/doi.org/10.1093/hr/uhae272
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OfWRKY17-OfC3H49 module responding to high ambient temperature delays flowering via
inhibiting OfSOC1B expression in Osmanthus fragrans

JRSCEERE: https://doi.org/10.1093/hr/uhae273
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The whole-genome dissection of root system architecture provides new insights for the genetic improvement of alfalfa
(Medicago sativa L.)
JESr#E#E: https:/doi.org/10.1093/hr/uhae271
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Oligo-FISH barcode chromosome identification system provides novel insights into the natural chromosome aberrations
propensity in the autotetraploid cultivated alfalfa

JRSCEERE: https:/doi.org/10.1093/hr/uhae266
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The CsTIE1-CsAGL16 module regulates lateral branch outgrowth and drought tolerance in cucumber
JRSCEERE: https:/doi.org/10.1093/hr/uhae279
CSTIE1-CsAGL16 BEHLI 7 5 IV A K AR 548

Genome-wide association analysis of flowering date in a collection of cultivated olive tree
JRSCEERE: https:/doi.org/10.1093/hr/uhae265
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Chromatin accessibility profile and the role of PeAtfl transcription factor in the postharvest pathogen Penicillium
expansum

JFESCEERE: https://doi.org/10.1093/hr/uhae264
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CRISPR/Cas9-mediated CHS2 mutation provides a new insight into resveratrol biosynthesis by causing a metabolic
pathway shift from flavonoids to stilbenoids in Vitis davidii cells

JFESCEERE: https://doi.org/10.1093/hr/uhae268
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Targeted mutation of BnaMS1/BnaMS2 combined with the RUBY reporter enables an efficient two-line system for hybrid
seed production in Brassica napus

JFESCEEEE: https://doi.org/10.1093/hr/uhae270
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Genomes and integrative genomic insights into the genetic architecture of main agronomic traits in the edible cherries
JFESCEEEE: https://doi.org/10.1093/hr/uhae269

U= F3E: Hortic Res Z3i& | DU)IARME A2 A [ [ 5 RN B il 5 PR RIT 90 B 2R Gt S #E k(R 4 % =8 4
RELL SR &

The molecular pathways leading to GABA and lactic acid accumulation in florets of organic broccoli rabe (Brassica
rapa subsp. sylvestris) stored as fresh or as minimally processed product

JRCEERE: https:/doi.org/10.1093/hr/uhae274
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A cost-effective oligo-based barcode system for chromosome identification in longan and lychee
JESCEEEE: https:/doi.org/10.1093/hr/uhae278
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Grapevine cell response to carbon deficiency requires transcriptome and methylome reprogramming
JE s https:/doi.org/10.1093/hr/uhae277
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BcWRKY25-BcWRKY33A-BcLRP1/BcCOW1 module promotes root development for improved salt tolerance in Bok
choy

JRSCEERE: https:/doi.org/10.1093/hr/uhae280
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Two leucine-rich repeat receptor-like kinases initiate herbivory defense responses in tea plants

JRSCEERE: https:/doi.org/10.1093/hr/uhae281
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A vacuolar invertase gene SIVI modulates sugar metabolism and postharvest fruit quality and stress resistance in tomato
JFESCEERE: https://doi.org/10.1093/hr/uhae283
A5 F3E: Hortic Res | VU )1 K51 B A5 1R85 2H 46 7~ VR V0 8 R A i oo 25 9t SR S A R I it i 470 1) S i

Natural variation in MANACS5 contributes to fruit firmness and ripening divergence in apple 3¢ MdNACS
JFESCEERE: https://doi.org/10.1093/hr/uhae284
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CHH hypermethylation contributes to the early ripening of grapes revealed by DNA methylome landscape of ‘Kyoho’
and its bud mutant

JFESCEERE: https://doi.org/10.1093/hr/uhae285
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The amino acid permease SIAAP6 contributes to tomato growth and salt tolerance by mediating branched-chain amino
acid transport

JRSCEERE: https://doi.org/10.1093/hr/uhae286
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Glycerophosphodiester phosphodiesterase 1 mediates G3P accumulation for Eureka lemon resistance to citrus yellow
vein clearing virus

JRSCEERE: https://doi.org/10.1093/hr/uhae287
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Disruption of CIOSD1 leads to both somatic and gametic ploidy doubling in watermelon
JRoCEEEE: https://doi.org/10.1093/hr/uhae288
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NpCIPK6-NpSnRK1 module facilitates intersubgeneric hybridization barriers in water lily (Nymphaea) by reducing
abscisic acid content

JRSCEESE: https://doi.org/10.1093/hr/uhae289
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Editorial: introducing dedication reviews—broad reviews in plant and horticultural sciences
JRSCEESE: https://doi.org/10.1093/hr/uhae358
#Li8: JFi&"Dedication Reviews"——fE Y 2 8L 712 ik
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Diversity and interactions of rhizobacteria determine multinutrient traits in tomato host plants under nitrogen and water
disturbances

JESCEEEE: https://doi.org/10.1093/hr/uhae290
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CsNAC17 enhances resistance to Colletotrichum gloeosporioides by interacting with CsbHLH62 in Camellia sinensis
JRSCEERE: https:/doi.org/10.1093/hr/uhae295
#f5-FE: Hortic Res | B 5ROV R 2 BRI B A B 7R 5 K -1 CsNAC L7 4% 28 BB 1) 431 HL il

The scion-driven transcriptomic changes guide the resilience of grafted near-isohydric grapevines under water deficit
JFESCEERE: https://doi.org/10.1093/hr/uhae291
FEAROR AN IR e 3 AR 3 I 55 /K A 4 AR BOK SR A T IR A

Tissue culture-independent approaches to revolutionizing plant transformation and gene editing
JFESCEERE: https://doi.org/10.1093/hr/uhae292
AR LA 55 7 (AR e A Rk DR 2 4 5 2%

Enhancing CRISPR-Cas-based gene targeting in tomato using a dominant-negative kug0
JRSCEERE: https:/doi.org/10. 1093/hr/uhae294
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Genome editing for grass improvement and future agriculture
JFESCEEEE: https://doi.org/10.1093/hr/uhae293
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A transcription factor, PbWRKY 24, contributes to russet skin formation in pear fruits by modulating lignin accumulation
JFESCEEEE: https://doi.org/10.1093/hr/uhae300
A5 FiL: Hortic Res | 5 540K 2 TR/ T K 75 1P 3878 POWRKY 24 1i$5 54 5 Sl 57 T A 43— HL

The ubiquitin ligase VviPUB19 negatively regulates grape cold tolerance by affecting the stability of ICEs and CBFs
JFESCEEEE: https://doi.org/10.1093/hr/uhae297
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Genomic selection and genetic architecture of agronomic traits during modern flowering Chinese cabbage breeding
JRSCEERE: https:/doi.org/10.1093/hr/uhae299

i 32 Hortic Res | A2 Hg AV K 5 FRAS W HUR AT BARR & M T AL RF A BT FE B T 3t A% 2 R N 2R R4
LA

High-quality genome of black wolfberry (Lycium ruthenicum Murr.) provides insights into the genetics of anthocyanin
biosynthesis regulation

JRSCEERE: https:/doi.org/10.1093/hr/uhae298
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Brassica vegetables—an undervalued nutritional goldmine

JRSCEERE: https:/doi.org/10.1093/hr/uhae302
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Mapping the genomic landscape of Prunus spp. with PrunusMap
JRSCEERE: https:/doi.org/10.1093/hr/uhae301
I PrunusMap 2 fil] 4= J& i 4 11t 22 DR 40 P e

Genome-wide analysis of non-coding RNA reveals the role of a novel miR319c¢ for tuber dormancy release process in
potato

JESCEERE: https://doi.org/10. 1093/hr/uhae303
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Ectopic biosynthesis of catechin of tea plant can be completed by co-expression of the three CsANS, CsSLAR,
and CsANR genes

JESCEEEE: https://doi.org/10.1093/hr/uhae304
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GenoBaits Cassava35K: high-resolution multi-SNP arrays for genetic analysis and molecular breeding using targeted
sequencing and liquid chip technology

JRICEERE: https:/doi.org/10.1093/hr/uhae305
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Genome-wide association for agro-morphological traits in a triploid banana population with large chromosome
rearrangements

JFESCEERE: https://doi.org/10.1093/hr/uhae307
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Phased T2T genome assemblies facilitate the mining of disease-resistance genes in Vitis davidii
JFESCEEEE: https://doi.org/10.1093/hr/uhae306
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Elucidation of the key flavonol biosynthetic pathway in golden Camellia and its application in genetic modification of
tomato fruit metabolism

JRSCEERE: https:/doi.org/10.1093/hr/uhae308
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Environmental and molecular regulation of flowering in cultivated strawberry (Fragaria x ananassa)
JESCEEEE: https://doi.org/10.1093/hr/uhae309
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Genetic and QTL analyses of sugar and acid content in sweet cherry (Prunus avium L.)
JESCEEEE: https://doi.org/10.1093/hr/uhae3 10
RTEERRRE IR & B L A QTL 20 #r

Virus-induced gene silencing simultaneously exploits ‘attract and kill’ traits in plants and insects to manage
huanglongbing
JRSCEESE: https://doi.org/10.1093/hr/uhae3 11
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Tonoplast sugar transporters as key drivers of sugar accumulation, a case study in sugarcane
JRSCEERE: https:/doi.org/10.1093/hr/uhae312
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A full genome assembly reveals drought stress effects on gene expression and metabolite profiles in blackcurrant (Ribes
nigrum L.)

JESCEEEE: https://doi.org/10.1093/hr/uhae313
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Two novel alleles of the MYB transcription factor BjA06.GL1 and BjB02.GL1 control leaf trichomes and enhance
resistance to aphids in Brassica juncea

JFESCEERE: https://doi.org/10.1093/hr/uhae3 14
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Loss-of-function mutations in the fruit softening gene POLYGALACTURONASE1 doubled fruit firmness in strawberry
JFESCEERE: https://doi.org/10.1093/hr/uhae315
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Applied potassium negates osmotic stress impacts on plant physiological processes: a meta-analysis
JFESCEERE: https://doi.org/10.1093/hr/uhae3 18
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Integrative multi-environmental genomic prediction in apple
JFESCEEEE: https://doi.org/10.1093/hr/uhae3 19
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Gibberellin promotes theanine synthesis by relieving the inhibition of CSWRKY71 on CsTSI in tea plant (Camellia sinensis)
JFESCEEEE: https://doi.org/10.1093/hr/uhae3 17
05 FE: Hortic Res | Wi R & ARHE 4% I 70 BT TE 7R B8 3R RIS A &R & b L] b HUAS it

The cytological mechanism of the peach haploid producing triploid offspring
JFESCEERE: https://doi.org/10.1093/hr/uhae3 16
MR A A = A5 A S5 AR 4 22 B

VVARF19 represses VVLBD13-mediated cell wall degradation to delay softening of grape berries

JESCEE#E: https:/doi.org/10.1093/hr/uhae322

5 Si%: Hortic Res | ] R ARV K 51 #2042 A1 BA 4B 7R VVARF 19-VVLBD13 A5 Humi 7 A= 4K 2 18 4% 11 4 1 504K
I

Combined genomic, transcriptomic, and metabolomic analyses provide insights into the fruit development of bottle gourd
(Lagenaria siceraria)

JESCEE#E: https:/doi.org/10.1093/hr/uhae335

WfE-FE: Hortic Res | A5 i RMFLZ R G T A8 LB B 5t 70 Fr (e 7 A R A L AR S KRB
Rt VB Sei

Tomato HAIRY MERISTEM4, expressed in the phloem, is required for proper shoot and fruit development
JRSCEESE: https://doi.org/10.1093/hr/uhae325
# i HAIRY MERISTEM4 2 [K /£ ) B¢ 8 fp A, A& 2R ARSI IR 0 K & Firdl i (14
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The genus Paris: a fascinating resource for medicinal and botanical studies

JRSCEESEE: https://doi.org/10.1093/hr/uhae327

f5F3E: Hortic Res ZFiR | el r 22 25 K 2% 24 AR D Re P ot 5 A W0 & it 5 T BA £k B AR IR A I 25 5
TEY) T Fudk

Advancements and strategies of genetic improvement in cassava (Manihot esculenta Crantz): from conventional to
genomic approaches

JRSCEERE: https:/doi.org/10.1093/hr/uhae341

f5F3E: Hortic Res £5i | J7PLRM B BELRR T A BRORE AL o R A>T AP0 1 T ik Jg

A chromosome-scale genome assembly and epigenomic profiling reveal temperature-dependent histone methylation in
iridoid biosynthesis regulation in Scrophularia ningpoensis

JRSCEERE: https://doi.org/10.1093/hr/uhae328

BT v o B DRI 2H R 3 W R 2 2 A b il PR ARG A 4 B 1 PR A T % X S Tk s AR ) 1 i) 2T AL

Nutrient-dependent regulation of symbiotic nitrogen fixation in legumes
JRSCEERE: https://doi.org/10.1093/hr/uhae321
PUf533E: Hortic Res ZFiR | 22 M R 27 X1 i 42 4% 141 BN L3R 8 FRAORU I 1 42 2 R P 3L A ] AR AT 92 3k e

The transcription factor CIWRKY®61 interacts with CILEASS to enhance salt tolerance in watermelon
JRSCEERE: https://doi.org/10.1093/hr/uhae320
# R F CIWRKY61 &5 CILEASS AH ELAF FH 3 56 76 JINit £5 1

A multiplex microfluidic device to detect miRNAs for diagnosis of plant growth status
JRSCEERE: https:/doi.org/10.1093/hr/uhae323
—F TR miRNA 2 WrE Y A= KR 22 BRI A4 2

Transcription factors MAEIL1 and MdHY'5 integrate ethylene and light signaling to promote chlorophyll degradation in
mature apple peels

JFESCEEEE: https://doi.org/10.1093/hr/uhae324

W5 S3E: Hortic Res |l A AR K2435 57 T [ I 78 07 A6 MAEIL1 AT MAHY'S & 33k B35 SR -4 3R
e gt 1) 2 5 BIL AR

SoNAC72-SoMYB44/SobHLH130 module contributes to flower color fading via regulating anthocyanin biosynthesis by
directly binding to the SOUFGT1 promoter in lilac (Syringa oblata)

JRoC8EEE: https://doi.org/10.1093/hr/uhae326

PifES3%: Hortic Res | JLHUR #4548~ SONACT2-SoMY B44/SobHLH 130 BLbifi 548 T 2 18 Pt 2 (1) 43 T-H L)

PINla-mediated auxin release from rootstock cotyledon contributes to healing in watermelon as revealed by seeds
soaking-VIGS and cotyledon grafting

JRSCEESE: https://doi.org/10.1093/hr/uhae329

AR AL R RGN T G R AR R I PINTa AT RS A 15 AE K B CA R F 10N G B &

Phytop: a tool for visualizing and recognizing signals of incomplete lineage sorting and hybridization using species trees
output from ASTRAL

JE s https:/doi.org/10.1093/hr/uhae330

Phytop: —#i{i | ASTRAL % tH F W) Rl by rT RRAL AN R0 AN 578 4 i 22 73 280

N
/e
%
4
o
i
&
H
\
/

7/ 23


https://doi.org/10.1093/hr/uhae327
https://mp.weixin.qq.com/s/oaTaa4CvGDc9rNOxrvfcwA
https://mp.weixin.qq.com/s/oaTaa4CvGDc9rNOxrvfcwA
https://doi.org/10.1093/hr/uhae341
https://mp.weixin.qq.com/s/YxoIj8ztd1N0uuRtouL6lw
https://doi.org/10.1093/hr/uhae328
https://doi.org/10.1093/hr/uhae321
https://mp.weixin.qq.com/s/t8Xxj-2HXr9b3Mj0Erjd3Q
https://doi.org/10.1093/hr/uhae320
https://doi.org/10.1093/hr/uhae323
https://doi.org/10.1093/hr/uhae324
https://mp.weixin.qq.com/s/iQYbYAMsEuSdmWft5WtnbQ
https://mp.weixin.qq.com/s/iQYbYAMsEuSdmWft5WtnbQ
https://doi.org/10.1093/hr/uhae326
https://mp.weixin.qq.com/s/0PSikT4u91vOX3ulXJqSPw
https://doi.org/10.1093/hr/uhae329
https://doi.org/10.1093/hr/uhae330
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SIKNUCKLES regulates floral meristem activity and controls fruit size in Solanum lycopersicum
JRSCEERE: https:/doi.org/10.1093/hr/uhae331
W5 SiE: Hortic Res | F 5 KA M FIFAIE 7~ SIKNU 13535 i 46 70 A2 L 4005 15 5K/ N 431 HL )

The SEP homologous gene TEMARY regulates inflorescence phenotypes in Hydrangea Macrophylla
JRSCEERE: https:/doi.org/10.1093/hr/uhae332
SEP [A]JFFE X TEMARY 4% KH-SEERTE 7 2 7Y

Ancient duplication and functional differentiation of phytochelatin synthases is conserved in plant genomes
JRSCEESE: https://doi.org/10.1093/hr/uhae334
TS R AR IR 1 2 E R IR0 4L

Characterization of shade tolerance gene network in soybean revealed by forward integrated reverse genetic studies
JFESCEERE: https://doi.org/10.1093/hr/uhae333
W= F3E: Hortic Res | B 5URMERSZIBRA T U ARMEARFZ B 25 VR VIR ST o R G 197 5 8] 9 2 A7 4R

A chromosome-level reference genome facilitates the discovery of clubroot-resistant gene Crr5 in Chinese cabbage
JFESCEERE: https://doi.org/10.1093/hr/uhae338
45 F1%: Hortic Res | 7] B 44 A MV A7 B i S 70 I £ K 1 SEBURR S s 2= X248 5 0 P BIF 56 07 1D AT ik e

Telomere-to-telomere, gap-free genome of mung bean (Vigna radiata) provides insights into domestication under
structural variation

JRSCEERE: https://doi.org/10.1093/hr/uhae337

T2T FE A NG S A2 7 TSI IR T WL

Population genetics and origin of horticultural germplasm in Clematis via genotyping-by-sequencing
JRSCEERE: https://doi.org/10.1093/hr/uhae336
He T DU R 0 35 B 7y BRI 08Kk 2 3 R A 388 A 5 A ol 25 7 Jo RS U

Mining the cucumber core collection: phenotypic and genetic characterization of morphological diversity for fruit quality
characteristics

JFESCEEEE: https://doi.org/10.1093/hr/uhae340

BTAZ O A BT URAZ 4 RS BURFIE TS 2 REVE 1) 2 B M8 RAE

LoBLHS6 interacts with LoMYBG65 to regulate anther development through feedback regulation of gibberellin synthesis
in lily

JRSCEERE: https://doi.org/10.1093/hr/uhae339

LoBLH6 5 LoMYB65 FL{F S it 5 /s 3 & i 42 1 e 29K B

Deactivating mutations in the catalytic site of a companion serine carboxypeptidase-like acyltransferase enhance catechin
galloylation in Camellia plants

JRoCEEEE: https://doi.org/10.1093/hr/uhae343

FIAR 22 Z TR AR IR A 15 5 e % Tl R A0 57 A 1) RS R AR S it L R SR A LR R I B T IeAL

Advances in the study of senescence mechanisms in the genus Paeonia
JESC#E#E: https:/doi.org/10.1093/hr/uhae344
B S Hortic Res 2538 | AbsUbkll A2 T 158 5 20352 1A 238 A5 24 i 322 LA (0 F 4L FR
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The AREB transcription factor SSAREB6 promotes drought stress-induced santalol biosynthesis in sandalwood
JRSCEESE: https://doi.org/10.1093/hr/uhae347
AREB #3%[H T SaAREBG fieidt 17 [P 5 3 AU A B & BE A 2L 6k

MaEIL4-MaMADS36-MaACS7 module transcriptionally regulates ethylene biosynthesis during banana fruit ripening
JRSCEERE: https:/doi.org/10.1093/hr/uhae345
uf= 3. Hortic Res | H FE T AR 27 g #Aie AL WD BOR BT 52 T 46 2 8 R SR e G P L 77 i HR A5 2k Fie

Metabolomic and transcriptomic analyses provide insight into the variation of floral scent and molecular regulation in
different cultivars and flower development of Curcuma alismatifolia

JFESCEEEE: https://doi.org/10.1093/hr/uhae348

Pf5-33E: Hortic Res | (L 8RR IA KMV T8 B 18 75 2 A AEAE AT 2 AR T AR AL A 28 7 10 70 -1 PR L J7 11
(S peid

Comprehensive strategies for paclitaxel production: insights from plant cell culture, endophytic microorganisms, and
synthetic biology

JRSCEERE: https://doi.org/10.1093/hr/uhae346

#{5-=3E: Hortic Res ZRik | WIFS AV K2 REOEIREAH RGERIE 1T ALY P AR M4 52 &
FI SR

A multi-channel CRISPR-based method for rapid, sensitive detection of four diseases of Brassica rapa in the field
JFESCEERE: https://doi.org/10.1093/hr/uhae351
{5 F3E: Hortic Res | Jb5T T RMELERE 3R AIF K 3T CRISPR/Cas12 1) 132 3 2000 LA R T BoAR

Integrative analysis of genome-wide association studies of polyphenols in apple fruits identifies the MdDof2.4-
MdPAT10 module that promotes procyanidin accumulation

JRSCEERE: https://doi.org/10.1093/hr/uhae349

S SRR S vh 22 Wy () 4 B DR AL OGTRRIE AU 255 0 i R 1 R 3k JRAE 75 3R 2 1) MdDof2.4-MdPAT10 Bk

Molecular insights into TT2-type MY B regulators illuminate the complexity of floral flavonoids biosynthesis in Freesia

hybrida

JFESCEEEE: https://doi.org/10.1093/hr/uhae352

18 §1E: Hortic Res | ARAGIHE K 2w #0 A BA I 7~ & e A MYB #3674 510 2 2 B o i) 2 0
VA R B R A AR

Key genes in a “Galloylation-Degalloylation cycle” controlling the synthesis of hydrolyzable tannins in strawberry plants
JRSCEESE: https://doi.org/10.1093/hr/uhae350
B KR B T BV S ) R T - R TR @R

Aluminum-activated malate transporter family member CSALMT6 mediates fluoride resistance in tea plants (Camellia
sinensis)

JRoCEEEE: https://doi.org/10.1093/hr/uhae353

PSRRI IE E A KRR CSALMT6 /S 244 I Sl AL Py it 24514

Characterization of nitrate use efficiency in tea plant (Camellia sinensis) based on leaf chlorate sensitivity

JESC#E#E: https:/doi.org/10.1093/hr/uhae354

fE-FiE: Hortic Res | HE ROV R} Bt 25 A 5T BT 48 7 2 I 2 3k 17 0 203 3 20 S re it 7k g
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Two shikimate dehydrogenases play an essential role in the biosynthesis of galloylated catechins in tea plants
JRSCEESE: https://doi.org/10.1093/hr/uhae356
PR B i S M A A AR I TR L 2R 5 o P A9 AT

Domestication history and genetic changes for the newly evolved flower color in the ornamental plant Lobularia
maritima (Brassicaceae)

JRSCEERE: https:/doi.org/10.1093/hr/uhae355

#f5-33E: Hortic Res | VU1K IR ZE BIBAF8 75+ FAE RIS 75 5 BRI IIL I 52 5 A8 (2R

High-resolution genome assembly and population genetic study of the endangered maple Acer
pentaphyllum (Sapindaceae): implications for conservation strategies

JFESCEERE: https://doi.org/10.1093/hr/uhae357

45 F1%: Hortic Res | HRHGE R A= 9 B At A1 AT DU )1 AR5 /IR B 0 Ao /) I A ) 3L S L )

The long non-coding RNA MSTRG.32189-PcmiR399b-PcUBC24 module regulates phosphate accumulation and disease
resistance to Botryosphaeria dothidea in pear

JRSCEERE: https://doi.org/10.1093/hr/uhae359

K4 IESi 5 RNA MSTRG.32189-PcmiR399b-PcUBC24 HRERLiff 5 AL o R &5 114 AR B RN 81 467 35 0 9 1A 00 1k

A virulent milRNA of Fusarium oxysporum f. sp. cubense impairs plant resistance by targeting banana AP2 transcription
factor coding gene MaPTI6L

JFESCEERE: https://doi.org/10.1093/hr/uhae361

45 F1E: Hortic Res | #Rg AR MV R A48 78 B AR 20 B SCBE (M B0 milRNA #0125 = By 15 5 35 Bl i 7 12
)75 HL

Regulation of storage organ formation by long-distance tuberigen signals in potato

JRSCEERE: https://doi.org/10.1093/hr/uhae360

A5 3. Hortic Res | a2 KX BRI G o [ AR B 85 S A6 T 25 ) 47 H A £33 T 4% B JL 25 T8 B 1) Bl -
StSPOA 15 5 IR AL

Genome-wide association study of salicylic acid provides genetic insights for tea plant selective breeding
JFESCEEEE: https://doi.org/10.1093/hr/uhae362
IR ) 4 3 DR AL SRR FE N R i ade 4R At 1 ait A% 2 LA

Integrated analysis of metabolites and enzyme activities reveals the plasticity of central carbon metabolism in grape (Vitis
vinifera cv. Cabernet Sauvignon) berries under carbon limitation

JRSCEERE: https://doi.org/10.1093/hr/uhae363

AN EE AL & 0 s 1 B BRI 7 26 SR S A4 1 T 28 4k

SMCSNS5 is a synergist in the transcription factor SmMMYB36-mediated biosynthesis of tanshinones and phenolic acids
in Salvia miltiorrhiza

JRoCEEEE: https://doi.org/10.1093/hr/uhaf005

SmCSNS &S5 h#E3KF SmMYB36 A5 (172 [ A R A 4206 1 1) 14 2551

Development of an efficient and heritable virus-induced genome editing system in Solanum lycopersicum
JE s https:/doi.org/10.1093/hr/uhae364
FEF A T — Fofrven 28 HL RT3t A% (009 B 175 R DR AL G 4 R 4
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A single-cell transcriptomic atlas reveals the cell differentiation trajectory and the response to virus invasion in swelling
clove of garlic

JRSCEERE: https:/doi.org/10.1093/hr/uhae365

C ik NSV S NN 2 e ROk S A b R IS Bk PN i)

Flavonoids as key players in cold tolerance: molecular insights and applications in horticultural crops
JRSCEERE: https:/doi.org/10.1093/hr/uhae366
Bifs S3L: Hortic Res %% | B ACE M 5 2R B NIRRT #2020 75 B 25 1 WO FE 1k o fr 26 1 )

VaWRKY®65 contributes to cold tolerance through dual regulation of soluble sugar accumulation and reactive oxygen
species scavenging in Vitis amurensis

JRSCEESEE: https://doi.org/10.1093/hr/uhae366

VaWRKY65 38 et X5 FH 1] 55 1L A 46 F) T VA 1k W AR 28R A1 4R R R 4 sy L i € 11k

Haplotype-resolved and chromosome-level reference genome assembly of Diospyros deyangensis provides insights into
the evolution and juvenile growth of persimmon

JFESCEERE: https://doi.org/10.1093/hr/uhaf001

R 9 A R A R fA AT R 2 2 B DR AL A 3 T B E A RN A A AR A AL T AL A

BrWRKY8: a key regulatory factor involved in delaying postharvest leaf senescence of Pakchoi (Brassica
rapa subsp. chinensis) by 2,4-epibrassinolide

JRSCEERE: https://doi.org/10.1093/hr/uhaf004

BrWRKYS8: 2,4-F MK & WERIESE IfF R 5 i 3 2 1 S % 4 1

Functional redundancy of transcription factors SINOR and SINOR-likel is required for pollen development in tomato
JFESCEERE: https://doi.org/10.1093/hr/uhaf003
Fe% A1 SINOR A1 SINOR-likel [HIZHBETCAZ A AAEH A F P44 75 1)

AP?2 transcription factor CsAIL6 negatively regulates citric acid accumulation in citrus fruits by interacting with a WD40
protein CsAN11

JRSCEERE: https://doi.org/10.1093/hr/uhaf002

{5 F3E: Hortic Res | #H RVR E3E 7R AP2 #3 [K 1 CsAILG6 Hii#2 b A SR SEATERER A 3 1) 73 -1 WL

Association of the tomato co-chaperone gene Sldnaj harboring a promoter deletion with susceptibility to Tomato spotted
wilt virus (TSWV)

JFESCEERE: https://doi.org/10.1093/hr/uhaf019

= FiE: Hortic Res | PHAUARMAFE K 2 5L e SR ] IAAE 2 530 5XE 2003 0003 T 70 SR I A e

SIH3 and SIH4 promote multicellular trichome formation and elongation by upregulating Woolly in tomato
JRSCEERE: https://doi.org/10.1093/hr/uhaf008
SIH3 1 SIH4 Jf ik 13 5t 7 1) Woolly S22 41 i BRI LA K AE

Gapless genome assembly and population genomics highlights diversity of mango germplasms
JRSCEEEE: https://doi.org/10.1093/hr/uhaf007
T2T HERIZHATREAAR L PR A 22 8 1 RO s i) 2 1 A

A premature termination codon mutation in the onion AcCER2 gene is associated with both glossy leaves and thrip
resistance

JRSCEESE: https://doi.org/10.1093/hr/uhaf006

PR ACCERY PR )it 4 LE 80 88 5 1 S M 6 5 i A 6
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The 14-3-3 protein CaTFT7 interacts with transcription factor CaHDZ27 to positively regulate pepper immunity
against Ralstonia solanacearum

JESCHERE: https:/doi.org/10.1093/hr/uhaf010

14-3-3 #5 CaTFT7 53K+ CaHDZ27 #HEAER, 1 Wi 5 SR 5 Kl B 1 e )

UGT74B5-mediated glucosylation at ortho hydroxyl groups of benzoic acid derivatives regulating plant immunity to
anthracnose in tea plants

JESCEERE: https://doi.org/10.1093/hr/uhaf009

UGT74B5 S 3R HYRRATT A 0 408 35 W e R 428 3 A5 R JEL s 1) 4. 9%

Chromosome-scale and haplotype-resolved genome assembly of Populus trichocarpa
JFESCEERE: https://doi.org/10.1093/hr/uhaf012
B R G 10 5 ) Ay B B R 4 4 ¢

Modulation of morphogenesis and metabolism by plant cell biomechanics: from model plants to traditional herbs
JFESCEERE: https://doi.org/10.1093/hr/uhaf011

0= 3% Hortic Res | 7 [ o B2 A7 e 0 B/ 38 SR SRR T L 2584 TR 5 & — R 2 PR FERTRE D7 170 - 4 A= 40 7)
RIS R A A

PpERF17 alleviates peach fruit postharvest chilling injury under elevated CO; by activating jasmonic acid and y-
aminobutyric acid biosynthesis

JFESCEERE: https://doi.org/10.1093/hr/uhaf014

{5 FE: Hortic Res | WL RS FL 52 5 5 AR 4 2 I BA R 7R iR B COL IRk SR SR J5 ¥ 55 1 e s i A ML

Investigating vesicle-mediated regulation of pollen tube growth through BFA inhibition and AS-ODN targeting
of TTRABA4D in Torenia fournieri

JRSCEERE: https://doi.org/10.1093/hr/uhaf018

Wil BFA 4] f1 AS-ODN #EJi 5 % ) TIRABA4D W 7L 3/ SR & £ K45

Genome-wide association studies to assess genetic factors controlling cucumber resistance to CABYV and CMV in crop
fields and the attractiveness for their Aphis gossypii vector

JFESCEEEE: https://doi.org/10.1093/hr/uhaf016

A 35 TRV 2 SR ICATT 9T VP A 18 4% 3 TR RV HL (6] CABY'V Al CMV B2 (10 368 A% [R] 28 K S X A i (10 51

PhWRKY30 activates salicylic acid biosynthesis to positively regulate antiviral defense response in petunia
JRoCEEEE: https://doi.org/10.1093/hr/uhaf013
A5 SiE: Hortic Res | POALAMBIEK = PMEH B R B2 2 5 5 T PAWRKY 30 MEK IR S 507

BIIfE

Genomic origin of Citrus reticulata “Unshiu”
JRSCEERE: https://doi.org/10.1093/hr/uhaf015
P45 FE: Hortic Res | HH RV R 275 20 58 B A UM 2R 0 1] 683 D) 41 - 48 O 1 B 2 ik

VVIWRKY24 promotes S-damascenone biosynthesis by targeting VVINCEDL to increase abscisic acid in grape berries

JRSCEESE: https://doi.org/10.1093/hr/uhaf017
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Melatonin suppresses ethylene biosynthesis by inhibiting transcription factor MAREM10 during apple fruit ripening
JRSCEERE: https:/doi.org/10.1093/hr/uhaf020

WSS Hortic Res | PRPHAR A SRR 7 240 1 D\ 75 S 2 e 4 3 K 7 MAREM10 4105 3 L
SR LA ) LR

Genome assembly of pomegranate highlights structural variations driving population differentiation and key loci
underpinning cold adaption

JRSCEESE: https://doi.org/10.1093/hr/uhaf022

PifsFiL: Hortic Res | Vo P A KIEA 2 58 LI ok i P 20 25 S AR B8 4% 22 7048 78 PgNAC12-PgCBF1 %41
AR TS A5 L 1

PbDELLA-PbMYB56-PhCYP78A6 module regulates GAs+7-induced pseudo-embryo development and parthenocarpy in
pear (Pyrus bretschneideri)

JFESCEERE: https://doi.org/10.1093/hr/uhaf021

$f5-33E: Hortic Res | PEALRMAEHL K H7m /5 2 B0E IR RE 7 Rk B 5k K1 POMYBS56 2 5AUEIE K & FI
PESE SEITE L |

Karyotype variation patterns and phenotypic responses of hybrid progenies of triploid loquat (Eriobotrya japonica)
provide new insight into aneuploid germplasm innovation

JFESCEERE: https://doi.org/10.1093/hr/uhaf023

SRR 25T JE AR AZ L A S A XORT 2 20 e 187y 3 4 A5 A b o BB B A1 17 307 7 R

RcSRR1 interferes with the RcCSN5B-mediated deneddylation of RcCRL4 to modulate ReCO proteolysis and prevent
rose flowering under red light

JRSCEERE: https://doi.org/10.1093/hr/uhaf025

P15 FL: Hortic Res | B 5URML R 2 H 2= [ AR 2006 4% IR R 70 5 HL

Advanced technologies in plant factories: exploring current and future economic and environmental benefits in urban
horticulture

JFESCEERE: https://doi.org/10.1093/hr/uhaf024

A5 F1E: Hortic Res Zxik | o B VARl 22 e 8 i AR M 52 B i HAC T BA 3R A A LT ATV B AR B FE i e

Genomic data uncover complex hybridization and evolutionary history of the bunchberry species complex (Cornus L.,
Cornaceae)

JFESCEERE: https://doi.org/10.1093/hr/uhaf026

SRR 7R 1 IR B RN B S AR A 2 3SR g 52

Epigenetic modification brings new opportunities for gene capture by transposable elements in allopolyploid Brassica
napus

JRSCEERE: https://doi.org/10.1093/hr/uhaf028

A5 F12: Hortic Res | BEBUR &4 7 H WA 20 1 S22 81~ 258 DR 47 36 1 2 UL 188 A A2 1 R 45 R A1E

Fermented chrysanthemum stem as a source of natural phenolic compounds to alleviate tomato bacterial wilt disease
JRSCEEEE: https://doi.org/10.1093/hr/uhaf027
P45 FE: Hortic Res | B 5 MY R 2P H SR B 141 DA 6 I3 L 40 Sre o A1 7 1 7 42 88 6 75 A 3 1) K I R )

Spatiotemporally transcriptomic analyses of floral buds reveal the high-resolution landscape of flower development and
dormancy regulation in peach

JRSCEESE: https://doi.org/10.1093/hr/uhaf029
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Telomere-to-telomere gap-free genome assembly provides genetic insight into the triterpenoid saponins biosynthesis
in Platycodon grandiflorus

JRSCEERE: https:/doi.org/10.1093/hr/uhaf030

#f5-F3E: Hortic Res | 2 R 2R ZZ B G i [ BERF B o 25 BE U b0 S AE R R RS R T2T JE 20

Telomere-to-telomere genome assembly and 3D chromatin architecture of Centella asiatica insight into evolution and
genetic basis of triterpenoid saponin biosynthesis

JRSCEESE: https://doi.org/10.1093/hr/uhaf037

Wifs SiE: Hortic Res | FIEHH T2T %I A4

Structure and release function of fragrance glands
JRSCEERE: https:/doi.org/10.1093/hr/uhaf031
A5 F1E: Hortic Res ZRiR | ALRIHRVR 2 T B B 1 BAEridk e ZAE AR 4540 S g

Genetic architecture of cherry leaf spot (Blumeriella jaapii) resistance in sour cherry (Prunus cerasus L.) uncovered by
QTL analyses in a biparental population genotyped with the 6+9 K SNP array

JFESCEERE: https://doi.org/10.1093/hr/uhaf035

It 6+9K SNP FEF3EAT 5L K 43 U RCEREAR QTL 40 Mrd8 7 1 BRVEHE rh Rk et B s B 1 11 38 4% 254

Wo interacts with SITCP25 to regulate type I trichome branching in tomato
JFESCEERE: https://doi.org/10.1093/hr/uhaf032
45 F1%: Hortic Res | ARV K231 I B 7S 3 52 B 53 SOW B TR B L]

Citrus genomes: past, present and future
JRSCEERE: https://doi.org/10.1093/hr/uhaf033
MIREREZH: 25, BUAERIAR R

The China National GeneBank Sequence Archive (CNSA) 2024 update

JFESCEEEE: https://doi.org/10.1093/hr/uhaf036

#f5 2 Hortic Res 5 ARHICHE | SRAEMBHER FBIT R B S EMEIR AR RS (CNSA) B i sCE AR
s 2 a3k

Haplotype-resolved genome of Agastache rugosa (Huo Xiang) provides insight into monoterpenoid biosynthesis and
gene cluster evolution

JFESCEERE: https://doi.org/10.1093/hr/uhaf034

A LR 9 B AR AN L R AR A SR 1 T LA

Genomic insights into the domestication and genetic basis of yield in papaya
JRoCEEEE: https://doi.org/10.1093/hr/uhaf045
T A TR K 7 58 358 A J it ) 3 DR AL 20T 9

Litchi40K v1.0: a cost-effective, flexible, and versatile liquid SNP chip for genetic analysis and digitalization of
germplasm resources in litchi

JRoCEEEE: https://doi.org/10.1093/hr/uhaf038

A5 -F3E: Hortic Res | HE #VBHE &t 5% I £ 7 B 8L & Bt 5007 1 s Bt g

Co-silencing of PhENO1 and PhPPT alters anthocyanin production by reducing phosphoenolpyruvate supply in petunia
flower

JRSCEESE: https://doi.org/10.1093/hr/uhaf040

P45 F1E: Hortic Res | AR RV R 24 S HIBAB 7= B A2 A 4675 R _BF KA PEP HOSRIE R4
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Floral scent emission of Epiphyllum oxypetalum: discovery of its cytosol-localized geraniol biosynthesis
JRSCEERE: https:/doi.org/10.1093/hr/uhaf039
{5 F3E: Hortic Res | SN AR AF? —— VU)K INEE. 205 IR ZH I & 48 7 S A0 A 1) SRR

Identification and functional characterization of BAHD acyltransferases associated with anthocyanin acylation in
blueberry

JESCEEEE: https://doi.org/10.1093/hr/uhaf041

W REAETE R AHOC BAHD S FE AL B 1 %5 € K D) Re ik

Temporal dynamics and tissue-specific variations of the blueberry phyllosphere mycobiome
JFESCEEEE: https://doi.org/10.1093/hr/uhaf042
WERE bR LT VR (I 18] B 28 A ZURp S 1 A2 1k

MADS-domain transcription factor AGAMOUS LIKE-9 participates in the gibberellin pathway to promote bud dormancy
release of tree peony

JFESCEERE: https://doi.org/10.1093/hr/uhaf043

MADS 5 14%: 3¢ -7 AGAMOUS LIKE-9 @i 2 55 75 8 F AR (b 4L P 2 R AR A B

Shaping the future of bananas: advancing genetic trait regulation and breeding in the postgenomics era
JFESCEERE: https://doi.org/10.1093/hr/uhaf044
P Jim A DS AL I ARt B MR R 4 5 A a8t e

BrRCO promotes leaf lobe formation by repressing BrACP5 expression in Brassica rapa
E)‘C%?%- https://doi.org/10.1093/hr/uhaf084
BrRCO @it #)1i] BrACPS ()3 1A LU % H =2 i 2% ik

UDP-glycosyltransferase PpUGT74F2 is involved in fruit immunity via modulating salicylic acid metabolism
JFESCEERE: https://doi.org/10.1093/hr/uhaf049
45 §1E: Hortic Res | Wil K2z H sz il i 2EP 22 BIBA R I UGT @i B K MR S 5 B S Ji B 110 o7 20 72

Tea polyphenol mediated CsSMYB77 regulation of CsPOD44 to promote tea plant (Camellia sinensis) root drought
resistance

JRSCEERE: https:/doi.org/10.1093/hr/uhaf048

KZENS CsMYB77 4% CsPODA44 (1253 LM HE S BHE 2 i it 521

A pectin lyase-like protein from Verticillium dahliae activates immunity in eggplant through translation regulation
JRSCEESE: https://doi.org/10.1093/hr/uhaf050
K TN e Ao e e 3 R 4 3 R 1 o T R T 0 1 R 2 B

Integration of digital phenotyping, GWAS, and transcriptomic analysis revealed a key gene for bud size in tea plant
(Camellia sinensis)

JESCEEEE: https://doi.org/10.1093/hr/uhaf051

s Fi%L: Hortic Res 6 A SCE | HHAFTAMFN I IR A1HT I B/~ CsSKNOX6 IR 2 K/ N4 T il

A chromosome-scale and haplotype-resolved genome assembly of tetraploid blackberry (Rubus L. subgenus Rubus
Watson)
JRSCEERE: https:/doi.org/10.1093/hr/uhaf052
VU {54 R 2 F) 8 € A RS T B4 R ffp o A1 20 2 %
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Sonic-induced cellular vibrations unzip intertwined anther cone trichomes to trigger floral self-pollination and boost
tomato fruit size

JESCEERE: https:/doi.org/10.1093/hr/uhaf053

PR T O AH IR BN TT AR HLZE S AL 2 BRBARAER, Al R R A6 B AL H20 DAY K7 Al SR sk

Carotene hydroxylase DcCYP97A3 affects carotenoid metabolic flow and taproot color by influencing the conversion of
a-carotene to lutein in carrot

JESCEEEE:  https:/doi.org/10.1093/hr/uhaf054

#f5-FE: Hortic Res | B BURNVR B8 72 AR B A BNAE AR DIRHAEE b 20 AU 50 h LS gt e

The genome of Vitis vinifera cv. Mgaloblishvili reveals resistance and susceptibility factors to downy mildew in
the Rpv29 and Rpv31 loci

JRSCEERE: https://doi.org/10.1093/hr/uhaf055

BRI ZHAR 7R T Rpv29 FT Rpv31 Jik DRl e o) ] %) 7 2500 IR 14 70 5 Jeke itk IR 3

Molecular mechanism of SMMYB53 activates the expression of SmCYP71D375, thereby modulating tanshinone
accumulation in Salvia miltiorrhiza

JFESCEERE: https://doi.org/10.1093/hr/uhaf058

SmMYBS53 i SMCYP71D375 &Ik #E M 2 MA{E ST 2 P A R 17 7 HL

Developmental landscape and asymmetric gene expression in the leaf vasculature of Brassica rapa revealed by single-
cell transcriptome

JRSCEERE: https://doi.org/10.1093/hr/uhaf060

Pf5-FE: Hortic Res | HE A B g AT FIDE & i) B BHE S B s 1 Sk OR 8 0 R R ik R i A JE X AR
SR KA

Ethylene promotes anthocyanin synthesis in ‘Viviana’ lily via the LvMYB5-LVERF113-LvMYB1 module

JFESCEEEE: https://doi.org/10.1093/hr/uhaf059

Phf5 Bi%: Hortic Res | JLFHARMY K28R 21585 LvMYBS-LVERF113-LvMYB1 #EEIE AT H &6 H &4
Y& L

Ethylene modulates the phenylpropanoid pathway by enhancing VVMYB14 expression via the ERF5-melatonin-ERF104
pathway in grape seeds

JRSCEEEE: https://doi.org/10.1093/hr/uhaf061

7L B 58 &K ERFS-HE 22 R -ERF104 JEF h WMYBL14 [ 3855 SR 5 2 74 2 0

WRKY27-SPDS1 module of Ichang papeda (Citrus ichangensis) promotes cold tolerance by modulating spermidine content
JRoCEEEE: https://doi.org/10.1093/hr/uhaf065
WRKY27-SPDS1 A5 it 1o 1 75 MG i 25 8R4 o B 2 A R i 7 428

Stable isotope labelling and gene expression analysis reveal dynamic nitrogen-supply mechanisms for rapid growth of
Moso bamboo

JRSCEERE: https://doi.org/10.1093/hr/uhaf062

R € R ZARTCANEE A 38 70 4 s BAT R AR 1 B S R ALN AL

Temporal fruit microbiome and immunity dynamics in postharvest apple (Malus x domestica)
JRSCEESE: https://doi.org/10.1093/hr/uhaf063
SRR R SE U E RV S S sl
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Three-dimensional genomic structure and aroma formation in the tea cultivar ‘Qiancha 1’
JRSCEESE: https://doi.org/10.1093/hr/uhaf064
FM A B S MR NAS S FSIE K

Expression of poplar sex-determining gene affects plant drought tolerance and the underlying molecular mechanism
JRSCEERE: https:/doi.org/10.1093/hr/uhaf066
T 1) e 7 ik D] ) 3 328 5 T REL 00 K i 52 X LB A8 70 L )

The transcription factor MdWRKY?9 is involved in jasmonic acid-mediated salt stress tolerance in apple
JESCEERE: https:/doi.org/10.1093/hr/uhaf068
MAWRKY9 2 5 R FT L A 5 15 F 3 i i 32 1%

Construction of the super pan-genome for the genus Actinidia reveals structural variations linked to phenotypic diversity
JFESCEERE: https://doi.org/10.1093/hr/uhaf067
Titetk s e 2z ik K AH ok i 7R 1 5 R 2RI SR O S R AL

Water lily pond: a multiomics database for water lilies
JFESCEERE: https://doi.org/10.1093/hr/uhaf076
32 22 2 2 40 1

Beyond glycolysis: multifunctional roles of glyceraldehyde-3-phosphate dehydrogenases in plants
JRSCEERE: https://doi.org/10.1093/hr/uhaf070
TR T R -3- R M S AE AL Hh 1 2 Th REAE H

A divergent haplotype with a large deletion at the berry color locus causes a white-skinned phenotype in grapevine
JFESCEERE: https://doi.org/10.1093/hr/uhaf069
RO K AFAE KB SRR A, SECH &M LA

Characterization of a KANADI-like transcription factor that suppresses pear anthocyanin biosynthesis
JESCEEEE: https://doi.org/10.1093/hr/uhaf071
05 F3E: Hortic Res | Fg 5URME R AR B 141 DA 7% 21 B B 038 2 A48 S it 42 T AL )

Plant resistance inducer AMHA enhances antioxidant capacities to promote cold tolerance by regulating the upgrade of
glutathione S-transferase in tea plant

JRoCEEEE: https://doi.org/10.1093/hr/uhaf073

YN F57 AMHA T8I 55 52 H IR S-Fe A28 BRI o 5t A1 B 70 LAS s e b (R i € 1

Root-specific expression of CsSNPF2.3 is involved in modulating fluoride accumulation in tea plant (Camellia sinensis)
JRoCEEEE: https://doi.org/10.1093/hr/uhaf072
CsNPF2.3 #iF5 ERE 2 5T 200t AL I AL R

Haplotype-resolved genome assembly and genome-wide association study identifies the candidate gene closely related to
sugar content and tuber yield in Solanum tuberosum

JRSCEESE: https://doi.org/10.1093/hr/uhaf075
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CYP98A monooxygenases: a key enzyme family in plant phenolic compound biosynthesis
JESr#E#E: https:/doi.org/10.1093/hr/uhaf074
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Uncovering differences in cadmium accumulation capacity of different Ipomoea aquatica cultivars at the level of root cell types
JRSCEESE: https://doi.org/10.1093/hr/uhaf077
TE ST 7K Y- b 387 AN [R] it el ) 708 S AR R 49 AR 2R RE )

A novel bHLH transcription factor PILHL1 targets PILAC15 to negatively regulate stem strength by inhibiting syringyl
lignin deposition in herbaceous peony

JE3CEERE: https://doi.org/10.1093/hr/uhaf080

bHLH 5% [A7~ PILHLL 2 [) PILAC15, @i 4L i 58T A AR B R OAR A7 ) 1 75 2R 0 2

The E3 ubiquitin ligase SIATL2 suppresses tomato immunity by promoting SICSN5a degradation during Pseudomonas
syringae pv. tomato DC3000 infection

JFESCEERE: https://doi.org/10.1093/hr/uhaf078
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The telomere-to-telomere genome of Pucai (7#3£) (Typha angustifolia L.): a distinctive semiaquatic vegetable with lignin
and chlorophyll as quality characteristics

JRSCEERE: https://doi.org/10.1093/hr/uhaf079
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Advances in basic biology of alfalfa (Medicago sativa L.): a comprehensive overview
JRSCEERE: https://doi.org/10.1093/hr/uhaf081
A FE Al A ) e FT s R 2Rk

The ZjMYB44-ZjPOD51 module enhances jujube defense response against phytoplasma by upregulating lignin
biosynthesis

JFESCEERE: https://doi.org/10.1093/hr/uhaf083
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Salicylic acid and jasmonic acid in plant immunity
JFESCEERE:  https://doi.org/10.1093/hr/uhaf082
KA R RN 2R TR AE AL G 2 HH AR

CsWRKY17 enhances Al accumulation by promoting pectin deesterification in tea plant
JRoCEEEE: https://doi.org/10.1093/hr/uhaf085
Zeht CSWRKYL7 38 i i i3k SR 25 B A A T 1 it 0] 5 1 3R AR

Genomic prediction and association analyses for breeding parthenocarpic blueberries
JRSCEEEE: https://doi.org/10.1093/hr/uhaf086
FANEGE S W A5 P 10 5k DR 2 T 5 DR IBK 23 B

Integrating whole-genome resequencing and machine learning to refine QTL analysis for fruit quality traits in peach
JROCEEEE: https://doi.org/10.1093/hr/uhaf087
ey A DR 2H B N P AL 8 5 > BSOZE R SR S BTERIR I QTL 23 #r

Multi-environment GWAS uncovers markers associated to biotic stress response and genotype-by-environment
interactions in stone fruit trees
JESCHERE: https:/doi.org/10.1093/hr/uhaf088
GWAS #57 § 512 RS R A= WA e S A PR 2 - 24 B AR ELAE A 52 BB T
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A SIRBP1-SIFBA7/SIGPIMT module regulates fruit size in tomato
JRSCEERE: https:/doi.org/10.1093/hr/uhaf089
#f5-F3: Hortic Res 7 HHHEISCE | A1 EARM R ARG S AR~ RNA 456 8 V22 4 R 5 R/ L

A panomics-driven framework for the improvement of major food legume crops: advances, challenges, and future
prospects

JE3CEERE: https:/doi.org/10.1093/hr/uhaf091
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Unlocking the molecular secrets of Paeonia plants: advances in key gene mining and molecular breeding technology
JESCEERE: https:/doi.org/10.1093/hr/uhaf090
TIP3 T RbE . SRR AL 28 A 70 1 & MR

Metabolite-mediated responses of phyllosphere microbiota to powdery mildew infection in resistant and susceptible black
currant cultivars

JFESCEERE: https://doi.org/10.1093/hr/uhaf092
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VaMIEL1-mediated ubiquitination of VaMYB4a orchestrates cold tolerance through integrated transcriptional and
oxidative stress pathways in grapevine

JRSCEERE: https://doi.org/10.1093/hr/uhaf093
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In vivo maternal haploid induction in Brassica juncea
JRSCEERE: https://doi.org/10.1093/hr/uhaf094
TP B AR AR AR N 3

CmARF3-CmTCP7 module regulates flowering time in chrysanthemum (Chrysanthemum morifolium)
JRSCEERE: https://doi.org/10.1093/hr/uhaf095
CmARF3-CmTCP7 #1155 1€ I T AL 8]

Genome-wide terpene gene clusters analysis in Euphorbiaceae
JRSCEERE: https://doi.org/10.1093/hr/uhaf097
RERBHE ) 4 5= R 2 il e R 7% 70 A

The SMWRKY 32-SmbHLH65/SmbHLH85 regulatory module mediates tanshinone biosynthesis in Salvia miltiorrhiza
JRSCEESE: https://doi.org/10.1093/hr/uhaf096
SmWRKY32-SmbHLH65/SmbHLHSS /1 57+ 2 v P+ S ¥ A= ) & ik

A single-base mutation in promoter of CSTPR enhances the negative regulation on mechanical-related leaf drooping in
tea plants

JRoCEEEE: https://doi.org/10.1093/hr/uhaf098

CsTPR J& 55~ H i 5upigi e SR ARG 52 7 2% B HILAROAH O T 2 F) B 4

Nitrogen addition influences tomato resistance to the destructive invasive pest Tuta absoluta
JESrsE#E: https:/doi.org/10.1093/hr/uhaf099
RSN R 2 i DA VE AR B L Bk
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CsPRMT5-mediated histone H4R3 dimethylation negatively regulates resistance to gray blight in tea plants (Camellia
sinensis L.)

JRSCHEHEE: https:/doi.org/10.1093/hr/uhaf100
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Strigolactones enhance apple drought resistance via the MsABIS-MsSMXL1-MsNACO022 cascade
JRSCEERE: https:/doi.org/10.1093/hr/uhaf101
M5 S Hortic Res | F 4R Mk 25248 41 0% B M98 7 4 P9 RS MSABILS % 3 S5 57 1 5 WL

Ca?" suppresses stone cell through PUNAC21 - PuDof2.5 module that regulates lignin biosynthesis in pear fruits
JRSCEERE: https:/doi.org/10.1093/hr/uhaf102

WfE-F%: Hortic Res | PEBH AR AL R BA BT 5 @ 1d PuNAC21-PuDof2.5 5 & AR 4% 54 R S 4l %
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Warming temperature reduces the risk of pre-harvest freezing injury and modifies variety suitability in the main
winegrape-growing regions of China

JFESCEERE: https://doi.org/10.1093/hr/uhaf176
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Evergreen citrus trees exhibit distinct seasonal nitrogen remobilization patterns between mature leaves and bark
JESCEERE: hitps:/doi.org/10.1093/hr/uhaf103
W SRR IR A RS RIS 2 22 18] 2 Bt B ik () 21 M SRR B R A X

Clubroot resistant in cruciferous crops: recent advances in genes and QTLs identification and utilization
JFESCEERE: https://doi.org/10.1093/hr/uhaf105
T AERHEDRR MRS FEEIR QTL W) 5 1 Y ) e itk g

The nature of complex structural variations in tomatoes
JFESCEEEE: https://doi.org/10.1093/hr/uhaf107
A5 F1E: Hortic Res | ZRAbARMY K2 F 0T BN 7= 52 Ak 5 40 738 e 70 75 3t 4 81 281 o (¥ AR o R AL

Working smarter, not harder: silencing LAZY1 in Prunus domestica causes outward, wandering branch orientations with
commercial and ornamental applications

JFESCEEEE: https://doi.org/10.1093/hr/uhaf106
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Slow and steady wins the race: the negative regulators of ethylene biosynthesis in horticultural plants
JESC#E#E: https:/doi.org/10.1093/hr/uhaf108
(AT =Y Cutil T PR (L 7/ Vb e X7/ ke g A nfil i E TS S

Integration of GWAS and transcriptome approaches for the identification of nitrogen-, phosphorus-, and potassium-
responsive genes in tomato

JESCEE#E: https:/doi.org/10.1093/hr/uhaf112
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The circadian clock module LgPRR7 - LgFKF1 negatively regulates flowering time in Luculia gratissima, a woody
ornamental plant

JRSCEERE: https:/doi.org/10.1093/hr/uhaf110
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CaSunl, a SUN family protein, governs the pathogenicity of Collefotrichum camelliae by recruiting CaAtg8 to promote
mitophagy

JE s https:/doi.org/10.1093/hr/uhaf121

SUN ZJEH H CaSunl i#id 5H4E CaAtg8 (EE LRI RTRIR, AT 42 M) LU 2% 7R JEL T ) B0 1k

AcABI5a integrates abscisic acid signaling to developmentally modulate fruit ascorbic acid biosynthesis in kiwifruit
JESr#E#E: https:/doi.org/10.1093/hr/uhaf111
AcABI5a B4 vk BRAE 5 BBk SR SC PR BRI A4 & 1

Linking the structure of vascular bundles and mineral element deposition reveals the hub role of nodes in bamboo
JESCEEEE: https://doi.org/10.1093/hr/uhaf113
PfEFiE: Hortic Res | WA K ZAIEIR 7ATF47 5 B4R S5 A Th g

Evolutionary diversification of acyl-CoA synthetases underpins hydrophobic barrier formation across diverse tomato
tissues and beyond

JFESCEERE: https://doi.org/10.1093/hr/uhaf114

{5-FE: Hortic Res | WL RS0 M 1 BALE 7 il 22 4 25 7K e B T L A 9 o B4 3k g

Phenotypic dynamics and temporal heritability of tomato architectural traits using an unmanned ground vehicle-based
plant phenotyping system

B8 https:/doi.org/10.1093/hr/uhaf109
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Optimization and application of genome prediction model in rapeseed: flowering time, yield components, and oil content
as examples

JFESCEEEE: https://doi.org/10.1093/hr/uhaf115
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High-quality Lindera megaphylla genome analysis provides insights into genome evolution and allows for the exploration
of genes involved in terpenoid biosynthesis

JESC4EEE: https:/doi.org/10.1093/hr/uhaf116
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The pan genome analysis of WOX gene family in apple and the two sides of MdWUS-! in promoting leaf-borne shoot
JRSCEERE: https:/doi.org/10.1093/hr/uhaf117
SRR WOX 2 A Sk 1 4= 2 R 41 93 A L & MAWUS-1 AE fiedE 2 A4 K7 T 4

Two DNA-binding One Zinc Finger transcription factors, MACDOF3 and MdDOF3.6, accelerate leaf senescence by
activating cytokinin oxidase MdCKX7 in response to sorbitol signaling in apple

JESCEE#E: https:/doi.org/10.1093/hr/uhaf120

Wi DNA 254 SRR # 5 [R - MACDOF3 Fl MADOF3.6 J i 0% 41 i 73 %4 2% A6 MACK X7 ISy S 1 5
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Scaffold protein RhCASPL1D1 stabilizes RhPIP2 aquaporins and promotes flower recovery after dehydration in rose
(Rosa hybrida)
JESCEEEE: https://doi.org/10.1093/hr/uhaf119
{5 S Hortic Res| o A Mk k 23 3 75 VI 3 A 7 S0 58 26 1 RATE RRPIP2s (375 4 2 K s 52 K WA 1 43
T
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Studies on the mother flower carnation: past, present, and future
JRSCEERE: https:/doi.org/10.1093/hr/uhaf118
VR : d 5. BAEMAK

Developing BrapaCapture40K liquid chip for genetic research and breeding in Brassica rapa
JRSCEERE: https:/doi.org/10.1093/hr/uhaf123
TF R T 25 B EY AL 5 & F01) BrapaCapture40K i 448 F

Simulation of dry matter partitioning in cucumber fruits: reflecting gas exchange characteristics based on leaf position
and cropping type

JESr#E#E: https:/doi.org/10.1093/hr/uhaf124
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PagKNATS5a promotes plant growth by enhancing xylem cell elongation and secondary wall formation in poplar
JESCEERE: https:/doi.org/10.1093/hr/uhaf125
PagKNAT5a 8 i 4 5547 W A JoT 508 40 AFp S A0 0 A= B P e R A AR G

Telomere to telomere flax (Linum usitatissimum L.) genome assembly unlocks insights beyond fatty acid metabolism
pathways

JRSCEERE: https:/doi.org/10.1093/hr/uhaf127
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Two aquaporins, LcPIP1;4 and LcPIP1;4a, cooperatively regulate the onset of dormancy of the terminal buds in evergreen
perennial litchi (Litchi chinensis Sonn.)

JE)‘C%% https://doi.org/10.1093/hr/uhaf122
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Blueberry ripening mechanism: a systematic review of physiological and molecular evidence
JESC4EEE: https://doi.org/10.1093/hr/uhaf126
AR R AR AN 23T UESR ) 2R 5l st

Deep learning empowers genomic selection of pest-resistant grapevine
JESC4EEE: https://doi.org/10.1093/hr/uhaf128
P45 FE: Hortic Res | AT IKAERI A HTHF A, o B BT AV A} 2 e Jl 7K B 141 A A 7 2 e ek R 2L o 2 5 e A 2

Overexpression of housekeeping gene FvelPT2 enhances anthocyanin and terpenoid accumulation in strawberry fruits
with minimal impact on plant growth and development

JESCEE#E: https:/doi.org/10.1093/hr/uhaf130

FvelPT2 i T4 oif H g RS 46T 2 M R4 S VIR R

QTL detection and candidate gene identification for prostrate growth habit in interspecific crosses of wild chrysanthemum
(Chrysanthemum yantaiense X C. indicum)

JRSCEERE: https:/doi.org/10.1093/hr/uhaf129
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Opposing regulation of L-theanine biosynthesis by CsSWRKY 65 and CsWRKY69 in tea plant roots
JFCHEEE: https://doi.org/lO.1093/hr/uhaf131
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Diversified alternaria pathogenicity alters plant-soil feedbacks through leaf - root-microbiome dynamics in agroforestry
systems

JESC#E#E: https:/doi.org/10.1093/hr/uhaf137
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Identification of 2,3-oxidosqualene cyclase gene in Eleutherococcus senticosus and its regulatory mechanism in saponin
synthesis

JRSCEERE: https:/doi.org/10.1093/hr/uhaf133
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The GAs - RhMYB70 feedback loop fine-tunes cell expansion and petal size by modulating cellulose content in rose
JFESCEERE: https://doi.org/10.1093/hr/uhaf134
GAs-RhMYB70 Jse 15t 5] i 368 3o 1 7 BC3 v () £ 4 31 25 B SO 240 B 7 1 AN AL A/

Recent advances in biosynthesis and regulation of strawberry anthocyanins
JFESCEERE: https://doi.org/10.1093/hr/uhaf135
AT RV A ORI T

Deciphering octoploid strawberry evolution with serial LTR similarity matrices for subgenome partition
JFESCEERE: https://doi.org/10.1093/hr/uhaf132
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BrHDAG6 mediates nonhistone deacetylation of BrSOT12 to positively regulate downy mildew resistance in Brassica rapa
JFESCEERE: https://doi.org/10.1093/hr/uhaf136
BrHDAG /1% BrSOT12 [AR4LE 1% AMWEAL, 1 A 15 i S B m ik

CmFULI was potentially involved in fruit elongation in melon
JFESCEEEE: https://doi.org/10.1093/hr/uhaf138
CmFULI 7] §6Z 5 IR S

The PIMYB73-PIMYB70-PIMYB108 complex regulates PITPSI to promote geraniol biosynthesis in Paeonia lactiflora
JFESCEEEE: https://doi.org/10.1093/hr/uhaf141
PIMYB73-PIMYB70-PIMYB108 & &5 PITPS1 {2 kAT 24 A I3 (1 A= 4 & il

Genetic architecture of key traits for Prunus crop improvement: an overview of 25 years of curated genomic and breeding
data

JR3CHEHE: https:/doi.org/10.1093/hr/uhaf142
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Deciphering the near-complete genome and conducting pan-genome analysis of Brassica oleracea
JRSCEERE: https:/doi.org/10.1093/hr/uhaf189
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